121
41

241
81

361
121

481
161

601
201

721
241

841
281

961
321

1081
361

1201
401

1321
441

1441
481

1561
521

DNA and AMINO ACID SEQUENCES of HUMAN CBS

O O O O O O O O O O O O
ATGCCTTCTGAGACCCCCCAGECAGAAGT GGEECCCACAGGECT GCCCCCACCGCT CAGGGCCACACT CGECGAAGGEGAGCCT GGAGAAGGGGT CCCCAGAGGATAAGGAAGCCAAGGAG 120
MPSETWPQAEVYGPT GCPHRSGPHSAKSGS STULEIKTGSU?PEUDIKEAKE 40
O O O O O O O O O O O O
CCCCTGT GGAT CCGGCCCGAT GCT CCGAGCAGGT GCACCT GGCAGCT GGECCGECCT GCCT CCGAGT CCCCACAT CACCACACT GCCCCGGCAAAAT CTCCAAAAATCTTGCCAGATATT - 240
P L WI RPDAPSRCTWQLGRPASES SWPHMHMHTAPAKSU®PIKI L P DI 80
O O O O O O O O O O O O
CTGAAGAAAAT CGGGGACACCCCTATGGT CAGAAT CAACAAGAT TGGGAAGAAGT TCGGCCT GAAGT GTGAGCT CTTGGECCAAGT GTGAGT TCT TCAACGCGGGECGGEGAGCGT GAAGGAC 360
L K KI 6DTPMVRI NKI GKIKZFGLIKTZ CELILAKZ CETFZFNAGG GS SV K D 120
O O O O O O O O O O O O
CGCATCAGCCT GCGGATGAT TGAGGAT GCT GAGCGCGACGEGACGCT GAAGCCCGGGEGACACGAT TAT CGAGCCGACAT CCGGGAACACCGEGAT CGEECTGECCCTGECTGCGECAGIG - 480
R1 s LRMI EDAEARDSGTULI K®PSGDTI I EPTSGNTU GI GL AL AAAV 160
O O O O O O O O O O O O
AGGGGCTATCGCT GCATCATCGT GATGCCAGAGAAGAT GAGCT CCGAGAAGGT GGACGT GCTGCGGEECACT GGGGEGECT GAGAT TGT GAGGACGCCCACCAATGCCAGGT TCGACTCCCCG - 600
R GYy RCI I VMPEIKMSSEKVYVYDVLRALGAEI VRTWPTNARTFDSP 200
O O O O O O O O O O O O
GAGT CACACGT GEGEGEGET GECCTGGECGEECT GAAGAACGAAAT CCCCAAT TCT CACAT CCTAGACCAGT ACCGCAACGCCAGCAACCCCCT GGCTCACTACGACACCACCGCTGATGAGATC 720
E S HV GV AWRLIKNEI PNSHI L DQVYRNASNPLAHYDTTATUDE.I 240
O O O O O O O O O O O O
CTGCAGCAGT GT GATGGGAAGCT GGACAT GCTGGT GGCT TCAGT GGECACGGEGECGEECACCAT CACGGEGECAT TGCCAGGAAGCT GAAGGAGAAGT GTCCTGGATGCAGGATCATTGEEGTG - 840
L Q QcCbGGKLDMLVASVGTGSGTI TGI ARKLIKEIKTCPSGCRI I GV 280
O O O O O O O O O O O O
GATCCCGAAGGGT CCAT CCT CGCAGAGCCGGAGGAGCT GAACCAGACGGAGCAGACAACCT ACGAGGT GGAAGGGAT CGECTACGACT TCATCCCCACGGT GCTGGACAGGACGGTGGTG - 960
bpPEGSI L AEPEELNOQTEOQQTTYEVESGI GYDZFI PTVLDRTV YV 32
O O O O O O O O O O O O
GACAAGT GGT TCAAGAGCAACGAT GAGGAGGECGT TCACCT TTGCCCGCAT GCTGAT CGCGCAAGAGGEGEGECT GCTGT GCGGT GECAGT GCTGECAGCACGGT GGCGGT GGCCGT GAAGECT 1080
DK WFKSNDEEAFTFARMLI AQEGLILTCGGSAGSTVAV AV K A 360
O O O O O O O O O O O O
GCGCAGGAGCT GCAGGAGGGECCAGCGCT GCGT GGT CAT TCTGCCCGACT CAGT GCGGAACT ACAT GACCAAGT TCCT GAGCGACAGGT GGATGCTGCAGAAGGGCTTTCTGAAGGAGGAG 1200
AQ ELQEGQQRCVVI L PDSVRNYMTI KZ FLSDIRWMLQKGTFTUL K E E 400
O O O O O O O O O O O O
GACCT CACGGAGAAGAAGCCCTGGT GGT GBCACCT CCGT GT TCAGGAGCT GGGCCT GT CAGCCCCGCT GACCGT GCT CCCGACCAT CACCT GTGGGCACACCAT CGAGATCCTCCGGGAG 1320
DLTEIKIKPWWWHILRVQELSGLSAPLTVLZPTI TCGHTI E I L R E 440
O O O O O O O O O O O O
AGGGCTTCGACCAGGCGCCCGT GGTGGAT GAGGCGGEEGT AAT CCTGGGAAT GGT GACGCT TGGGAACAT GCTCTCGTCCCTGCT TGCCGEGAAGGT GCAGCCGT CAGACCAAGT TGGC 1440
K GF DQAPVVDEAGVYI LGMVTLGNMLSSLLAGKYVYQPSDOQV G 480
O O O O O O O O O O O O
AAAGT CATCTACAAGCAGT TCAAACAGAT CCGCCT CACGGACACGCT GGGCAGGCT CTCGCACAT CCT GGAGAT GGACCACT TCGCCCT GGT GGT GCACGAGCAGATCCAGTACCACAGC 1560
KvIl YKQQFKQI RLTDTULGRLSHI L EMDMHFALVYVVHEI QI QY H S 520
O O O O O O O O O O O O
ACCGGGAAGT CCAGT CAGCGGCAGATGGT GT TCGEGGT GGTCACCGCCAT TGACT TGCT GAACT TCGT GGCCGCCCAGGAGCGEGACCAGAAGT GAAGT CCGGAGCGCTGGEECGGATGIT 1680
T GK SSQRQMVF GVVTAI DLLNFVAAQERUDAOQK* 551



